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moniae (PRSP) #%29.5%, [-9 7 %~—¥EA H. influenzae |3 13.8% T - 7o

2. indirect pathogen &€ L= W%, f-5 7 ¥ v —E¥ESE Moraxella subgenus Branhamella
catarrhalis B & UF Staphylococcus aureus 7% <, TNW 5 DEMIL S. pneumoniae %721 H. influen-
zae L FIREICHRI SN BIERIA S B 720

3. BHME /Yy —id, S. pneumoniae + M. (B.) catarrhalis, H. influenzae + M. (B.)
catarrhalis %<, MEEELE L L EEFD 326% #LHDbHT s, PMEMET ERERIIE
B} % indirect pathogenicity ® £l M. (B.) catarrhalis BEET 5 -5 7 ¥y<x—¥LELZbh7,

4. S. pneumoniae B X U H. influenzae DKRHF L, indirect pathogen H3B5- L 7z & K%E L 7= fEH
B2 BT clavulanic acid/amoxicillin DBRE 4% amoxicillin IZHBE L THEELX D > TH-> T/,
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ANBME M ERGE RRSE O E % FE B X, Streptococcus
pneumoniae, Streptococcus pyogenes, Haemophilus
influenzae & ENTWVBH~?, ZTIZBIT 5 EIIMAICI
ZLDP-5 7 52— CEAREVPELEL TV 5S>, KA,
1991 FIZ L REREFEIZBIT S in vitro T indirect
pathogenicity {22\ THE LTV 552, FEIZHIEHS D/
IR B b AR R % TR AT L 22 ERR AR AT DBR ISR L
7-EER iRk % 1t & LT indirect pathogenicity @ gtk
ZDWTHREF L 72,

I. ¥ &F&E

1. BRER VRO RE - B

1996 4E 6 A5 1997 4 3 A, WEAR+Fmbe/
RME2NARSTZL, AmMRES GFPRERN) XD
CRP Mtk M2 L, MM b 5GERIIE L B8 L2E
H%1HE»S 9 ROBEEHFE L. Y- FATT
28 R CERF, 73I—XBE#H)YOTNVIMOLHEE
Bl sy, OEBBECEMLLVEIICOE
PICIEA L, % ®E EHo FEEO W ZRIL 72,

FREE 24 BERILIAIZ 2 — V2R (0C) 12 THFFIC
WAL, MAODHE  FAEZITo7/2. OB, NHM £
REH (BE) #X—2I12L72 7% M¥IMiEER TR
T/ CO EELFaaL—bEXER (HK) £
DaVZ—EREEICBBEINERE (+++),
FhIN P hvbon, LiEEmol3g 2/3~1/2 0
an=—¥% (++), AL V3 UT% (+), 2o
——HFROLh RV DE (=) EHELE, £LT,
S. pneumoniae FMBWBRKFHR L Ta-iZMzEzZEL, %
COBRBEBRMBIZE2HLHBIZIZAEERT S 2
n=—, FLBRERGHMAY D =—T7 7 2ABHR
HWTHHIE, F 7P 74 A2 (B CBME%E
REIELOLPIFAF Y- VEF V)Y LATEHH
ENhbZ LA L%, Slidex pneumo Kit
(bioMerux, France)® |tk D#%S. pneumoniae &
LCHET % & 32, Haemophilus spp. & XV HFE
KO BEDHIZ RaplD NH System (7 4 ),
Moraxella spp., Kingella spp. & RapID NH System

* SRR R 3L X FEPET 14-4
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TERELZA, WoHEIXEN 2y y MIFEAET I
R E % 4T > 720

9. B-5Ure—CEEMOF v

FR 1L THEE-FELKRD -5 7 ¥ —EEAD
K%, benzylpenicillin (PCG) & cefazoline (CEZ)
S AE L L7 acidimetry disc method (f-Fx v
7 R, BARAEWMEEL ¥ —), nitrocefin % It RAE
& L7 chromogenic disc method (7 1 +—+¥ R,
BBL) {CTFx v 7 L

3. EHEMBREMR L MENREEROHE

EEE 1, 2. THOWLERYIS, BHEREE LTR
HEN-BHITOWTIE, ZOHBRL-5 77~ —F¥E
AR bOTEEMNHEMR (direct pathogen)
EIREL:. BEEBRL LTREBIAZEHICOWT
&, ¥9B-7 7y —CHEAEIZ, TORIPMEL
BOWTHENREERE T WRERZRZEL LA ZW
e, ZOEEBIIHH D 5T direct pathogen LARE T
5ZkELl7: —F, HBERRIIBISZL-775~
—¥YEARIIOVWTRE, ITHERIRVEZION
% H. influenzae & direct pathogen & L CH#HEL, S.
aureus ® M. (B.) catarrhalis %2 122V Ti, HE®D
HBIBVWTHORKEEBE L ) SVIHEIE direct
pathogen L{REL, WENFE%H S VIIPLRVHEIL
M#EAHREMER (indirect pathogen) LIRET AT &
L7

B, ThoDRER, HL T THREREMICE
WTB-F79<—EEERN, p-775~<—YEE
EROHRICHEELZEZ 2 WY (BMENHRERYE) %
BE T A AMAEDRHAICD L O bDOTHY, direct
721% indirect pathogen DML FABHL72b DT
v,

4. BARERHILBREDHE

direct 3 X 7" indirect pathogen & {KE L7-#k% i %
LT, BHRMLZEREZIB/DRBFHIERE (MIC)
W EBBRHEE ISR, 10°CFU/ml B ORRFARA Rk
2T minimum inhibitory concentration (MIC) % il
EL7z. MIC HIE¥#]1Z CVA/AMPC (clavulanic
acid/amoxicillin, B&K 1: 2, RIXI7 54 ¥ - ¥—
F ¥ AB¥E), AMPC (amoxicilliny RI X254~ -
¥ —F v ABE), cefaclor (CCL, B HBIE), cef
dinir (CFDN, BREMIT¥%), cefditoren (CDTR,
BB BE), erythromycin (EM, ¥4+ Ky b) &%
R L7

B, FERFIFEERRLMEH TS L3I, S.
pneumoniae (2i¥ PCG @ MIC #l€#38mMmML, PCG D
MIC f& = 0.05 ug/ml Z7R L7:¥k% PC-susceptible S.
pneumoniae (PSSP), F L < 0.1~0.78 ug/ml ZR”L
7:#k% PC-intermediate S. pneumoniae (PISP), [
L< = 1.56ug/ml ;R L7:#% PC-resistant S.

pneumoniae (PRSP) IZK4 L7z

5. HAXORE LBREHROHE

LRk MBS, MEYE ERERREIEDI:
SEMIZH L, AMPC MUK 20~40 mg (hil) /kg/H 2
72i% CVA/AMPC (Bi&rte 1:2) K 30~60 mg (i)
/kg/H%, EERLTHLDCPEBECRELICEORSE
Lo G5HMIE, BRAIE LT 7 HEE L7, &8,
MEFEREL O CICHMLIRE, CRP REDOKERE,S
MEH L SGERRIEDOEEZH A2 W IERICOVT
X, PIARESRKBE 7 HECHEELHEBEA SV
RNTE, MAEREKRENTETD - ZEMICBNT,
BERBEFICRBENHEDOEEEZRET L7,

II. B ®

1. RHEEEONR

Table 1 \Z#ZRICIRELL 72 266 FEHI D _EIHGEH $\»
WOOOMBEEEZR L, AIBROEREIZIY direct
pathogen L{RE L 7:HfiX S. pneumoniae 132 %
(PISP % 7:13PRSP 39 ¥k%# &%), H. influenzae 138
B (B-9275<—¥EE 19 ke &t) THY, Zh
CHMEEOED2HENEBMICEL, KT S. pyo-
genes 41 ¥, Staphylococcus aureus 13 ¥ (methi-
cillin ¥ 3 k& & ¥ ), Moraxella subgenus
Branhamella catarrhalis 5 ¥k% £ CTdH - 72,

—7%, direct pathogen LRE L7 L 1  HEAH
Pndbon, -5y —¥EEELTWTHER
WEHAZEZ oA EEIX M. (B.) catarrhalis 94 ¥,
& S. aureus 61 BA% L, ZODMik Haemophilus
parainfluenzae 15 ¥k, Enterobacteriaceae 7 #,
Acinetobacter spp. 11 ¥, Kingella denitrificans 4 ¥
RETHo7,

2. FLBHENY—Y

Table 2 I3 X2 HEOKRMENY — > ThHb, ZZT
WBHEMEIZB VT S. pneumoniae HEM Tdh o 7=5EHI &,
F U< influenzae 2'E#HTH o LEME T L D7 S.
pneumoniae BHFER T3 BEHMEREHH 23 HlAdh
72%%, 8. pneumoniae + H. influenzae + M.(B.)
catarrhalis DA EbLENR 24 Pl oL H%L, S
pneumoniae & 312 M. (B.) catarrhalis 758 & h =i
Bl 46 EHIT, SERIK (266 ER) TiX 17.2% %
E&)'Cb\f:o

—7%, H. influenzae BHE ST BB BGHIA 9
Bi&H S n7=A%, H. influenzae + M.(B.) catarrhalis ®
MASHEN 32 B dot b, H. influenzae &
$£12 M. (B.) catarrhalis HBeH S h7-fERIE 41 HIT,
SRR (266 ER) TiX 154 % 2 HED TV

3. B-97y<—CEAKRDOEE

Fig. 1 (3B BAS 5 5 7= H. influenzae, M.(B.)
catarrhalis B X U methicillin-susceptible S. aureus
(MSSA) D B-9 2 ¥ —CEEKROEETH S, B-



VOL. 46 NO. 4 /R ERE RS 33T D R R oM B 2 MR ET 141
Table 1. Organisms isolated from patients (Total 266 patients)
Organism No. of strains % of total cases
Streptococcus pneumoniae® 132 49.6
Streptococcus pyogenes 41 15.4
Assumed as Haemophilus influenzae® 138 51.9
direct pathogen Staphylococcus aureus® 13 4.9
Moraxella subgenus Branhamella catarrhalis 5 1.9
others? 11 4.1
Staphylococcus aureus 61 22.9
Moraxella subgenus Branhamella catarrhalis 94 35.3
Haemophilus parainfluenzae 15 5.6
Escherichia coli 2 0.8
Assumed as Klebsiella pneumoniae 0.4
indirect pathogen  Klebsiella oxytoca 4 1.5
Enterobacter spp. 6 2.3
Acinetobacter spp. 11 4.1
Kingella denitrificans 1.5
others® 2.6
* including penicillin-intermediate S. pneumoniae (31 strains) and penicillin-resistant S. pneumoniae
(8 strains)
Yincluding f -lactamase-producing strains (19 strains)
?including methicillin-resistant Staphylococcus aureus (3 strains)
@ B -streptococci (7 strains), Acinetobacter haemolyticus (1 strain), Acinomyces pyogenes (1 strain),
Enterobacter aerogenes (1 strain), Citrobacter freundii (1 strain)
*Coagulase-negative staphylococci (3 strains), Bacillus cereus (1 strain), Moraxella spp. (2 strains),
Pseudomonas aeruginosa (1 strain)
Table 2. Patterns of organisms isolated (Total 266 patients)
Organisms isolated with Streptococcus pneumoniae or Haemophilus influenzae No. of patients %
Streptococcus pneumoniae alone 23 8.6
Haemophilus influenzae 15 5.6
Staphylococcus aureus 15 5.6
Moraxella subgenus Branhamella catarrhalis 15 5.6
Haemophilus influenzae + Moraxella subgenus Branhamella catarrhalis 24 9.0 W
Streptococcus pneumoniae Haemophilus influenzae + Moraxella subgenus Branhamella catarrhalis + others 3 1.1 17.2
isolated Moraxella subgenus Branhamella catarrhalis + Staphylococcus aureus 3 1.1
Moraxella subgenus Branhamella catarrhalis + others 1 0.4
Haemophilus influenzae + Staphylococcus aureus 5 1.9
Haemophilus influenzae + others 9 3.4
Staphylococcus aureus + others 3 1.1
others* 14 52
Haemophilus influenzae alone 9 34
Moraxella subgenus Branhamella catarrhalis 32 12.0 =
Moraxella subgenus Branhamella catarrhalis + Staphylococcus aureus 4 1.5 15.4
Haemophilus influenzae Moraxella subgenus Branhamella catarrhalis + others 5 1.9 J
isolated Staphylococcus aureus 11 4.1
Staphylococcus aureus + others 2 0.8
others 15 5.6

*including a patient which p

enicillin-susceptible S. pneumoniae and penicillin-intermediate S. pneumoniae were isolated simultaneously.

Others: Haemophilus parainfluenzae, coagulase-negative staphylococei, Klebsiella spp., Enterobacter spp., Acinetobacter spp., Kingella spp.,etc.

S5y y<w—BEAKE H influenzae 13.8%, M.(B.) 1) S. pneumoniae X3 % MIC 74
catarrhalis 100.0%, MSSA 90.9% T®bh, f-777%
< —BEAEKIE M. (B.) catarrhalis & MSSA A8\

%f&’) 7:0
4. MIC WIEHR

Table 3 @ EEid PSSP, R U< ZEHIZ PISP+
PRSP 12335 6 EH D MIC 5% THh5, PCG D

MIC & PSSP, PISP, PRSP DX 5% HHE LD T,

Table 3 S IXBRA L 720
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Haemophilus ;
influenzae |13.8% 86.2%
(138 strains)
Moraxella subgenus
Branhamella
catarrhalis
(99 strains)
Staphylococcus : . i Tt e <
aureus (66 strains) Y. 90‘?% R SRR, 9.10/4
L L ! ! ! ! ! ! ! I J
0% 10% 20% 30% 40% 50% 60% 70% 80% 90% 100%
@ p -lactamase-producing strain
(B -lactamase-non-producing strain
Fig. 1. Frequency of f -lactamase-producing strain.

Table 3. Antibacterial activity against Streptococcus pneumoniae and Haemophilus influenzae

. No. of Antibacterial MIC (ug/ml)
Organism . range
strains agent 50% 90%
CVA/AMPC =0.025 - 0.05 =0.025 =0.025
AMPC =0.025 - 0.05 =0.025 =0.025
Streptococcus pneumoniae 03 CCL 02 -0.78 0.39 0.78
(PSSP) CFDN =0.025 -0.1 0.05 0.1
CDTR =0.025 - 0.05 =0.025 =0.025
EM =0.025 - >100 0.05 >100
CVA/AMPC =0.025 - 1.56 0.39 0.78
AMPC =0.025 —1.56 0.2 0.78
Streptococcus pneumoniae 39 CCL 3.13 ->100 25 100
(PISP + PRSP) CFDN 0.1 -125 3.13 6.25
CDTR 0.1 -3.13 0.39 0.78
EM =0.025 - >100 6.25 >100
CVA/AMPC 02 -1.56 0.39 0.78
AMPC 02 -1.56 0.39 0.78
Haemophilus influenzae 119 CCL 1.56 -100 3.13 25
[ -lactamase (-)] CFDN 01 -313 0.39 1.56
CDTR =0.025 -0.1 =0.025 0.05
EM 1.56 =25 3.13 12.5
CVA/AMPC 02 -3.13 0.39 0.78
AMPC 3.13 —->100 12.5 100
Haemophilus influenzae 19 CCL 1.56 -100 6.25 25
[ B -lactamase (+)] CFDN 02 -313 0.39 1.56
CDTR =0.025 - 0.2 =0.025 0.1
EM 1.56 -6.25 3.13 6.25

PSSP: penicillin-susceptible Streptococcus pneumoniae, PISP: penicillin-intermediate Streptococcus pneumoniae,

PRSP: penicillin-resistant Streptococcus pneumoniae

CVA/AMPC: clavulanic acid/amoxicillin, AMPC: amoxicillin, CCL: cefaclor, CFDN: cefdinir, CDTR: cefditoren,

EM: erythromycin

PSSP 259 % MIC-range B £ U MICsw i,
CVA/AMPC & AMPC & 12 =< 0.025~0.05 ug/
ml, < 0.025ug/ml T, W% CDTR & [[A% T, CCL,
CFDN, EM ZBf-> T/, —7F, PISP+PRSP (Zx}
4 % MIC-range (¥, CVA/AMPC B X ¥ AMPC 33t
12 < 0.025~1.56 ug/ml LM% TH-7H, MICs T
i CVA/AMPC 0.39 ug/ml, AMPC 0.2 ug/ml &
CVA/AMPC % AMPC iZ 1 % 2 1) 4$5b00,

MICw THj# X 0.78 ug/mlE A% TH Y, MICw IZRE
h7- CVA/AMPC ¢ AMPC OfEidx CDTR & F%T,
CCL, CFDN, EM iZ-> Tz,

2) H. influenzae \Zxt$ % MIC 7345

Table 3 D= BRI -5 27 y~—YEELEHK RL
CHBHIZB-F7 y~—FPEAKRIIHTS 6 XA
MIC A Th b, f-F7 7 ~—EHEERIINTS
MIC-range 8 & U¥ MICw & CVA/AMPC & AMPC i3
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$£12 0.2~1.56 ug/ml, 0.78 ug/ml T, W&t CDTR
%5 HDD, CCL, EM IZIEZHLMIHBY,
CFDN i2b B> Tz —F, B-5 27 7~— ¥
ARIZH T 5 MICw (3 AMPC 100 #g/ml, CVA/AMPC
0.78 ug/ml THY, B-57 52— ¥EAKIHT 2
CVA/AMPC @ MICsw & CDTR I2i3453b 0D,
AMPC, CCL, EM [ZIZBES 228, CFDN 23 %
R o Tz,

B, B-975<—EHEEKRELL-57 < —F
EEROBNAIIHT S CCL & CFDN O MIC-range
BHIZEL, B-F74~—FXIlirEL 3R 5
HRESBE T 2HROFEEEZRBE LTV,

3) M.(B.) catarrhalis \2%$ % MIC 54

Table 4 ® LEkiE M.(B.) catarrhalis \ZXf$ 5% 6 %
# D MIC 74 TdH 5. MIC-range (& CVA/AMPC &
EM 38\v3dDdD, AMPC, CCL, CFDN, CDTR i1
&<, MICw (& CVA/AMPC 0.1 ug/ml B XU EM 0.2
ug/ml DEHE D> 72,

4) S. aureus \ZX3 % MIC 54

Table 4 DT EIX, S. aureus (£¥AT MSSA) 12X

% 6 ¥HlD MIC 774 TdH %, MIC-range (& AMPC,
CCL, EM ixE <, CVA/AMPC 2% kK<, CFDN
& CDTR 354 {, CVA/AMPC @ MICsx (& CFDN (2
3% 9, CDTR 3% 5% DD, AMPC, CCL,
EM ([Zi3B > Tz,

5. direct pathogen & L CTIRE L 7- B DBRRZ) R

Table 5 &, HIEAWHETH o7 176 FEH D
CVA/AMPC % 7z AMPC #5 7 HH UKD LIREH#
CWVHBIZBIT B direct pathogen & L TIRE L 7-HMD
BRREAMRTH S, BRELENOBEMEREEN (—3
BB-7 75 ~—¥YEAKRRMERNLEL), BLUH
BREBREEFTR-5 27 ¥ —YHEEEROBAEG DY
BUIBITA2BREHRIIFREENZDOLNZVDHOD,
BBRERREPTH-5 7 vy ~—¥REAEKEDHEAED
¥ (K#8% 4% indirect pathogen & KE) DBREZIRIZ
CVA/AMPC ¥ 5- 88.7%, AMPC 5.8 54.2% T»
D, YHRETIE p=0001 DEEXEZH - T
CVA/AMPC DRRERNVEMBED, S O I8 EEE#
DNEH, BIUEEFOREMSR TS CVA/AMPC #
BREAMBEVERZEZ D > ThH-> T/,

Table 4. Antibacterial activity against Moraxella subgenus Branhamella catarrhalis and Staphylococcus aureus

. No. of Antibacterial MICs (ug/ml)
Organism X range
strains agent 50% 90%
CVA/AMPC =0.025 -0.78 =0.025 0.1
AMPC 02 ->100 3.13 25
Moraxella subgenus . CCL 0.78 - >100 6.25 50
Branhamella catarrhalis % CFDN <0.025 -3.13 0.39 3.13
CDTR =0.025 -6.25 0.39 3.13
EM =0.025 -0.39 0.1 0.2
CVA/AMPC =0.025 —-3.13 0.39 0.78
AMPC =<0.025 -25 3.13 6.25
Staphvi . CCL 039 -125 1.56 3.13
pltyfococeus aureus 66 CFDN <0.025 —0.2 0.05 0.1
CDTR 0.2 -0.78 0.39 0.39
EM =0.025 - >100 0.1 12.5

» all B -lactamase-producing strains, * all methicillin-susceptible strains
CVA/AMPC: clavulanic acid/amoxicillin, AMPC: amoxicillin, CCL: cefaclor, CFDN: cefdinir, CDTR: cefditoren,

EM: erythromycin

Table 5. Bacteriological effectiveness in monomicrobial and polymicrobial infections (Evaluation 7 days after drug administration)

Bacteriological efficacy"

. Statistical

Pattern of infection (% elimination) )
analysis?

CVA/AMPC AMPC

Monomicrobial infection 17/19 ( 89.5) 17/22 (77.3) N.S.
patients with f -lactamase-producing organism 55/62 ( 88.7)  32/59 (54.2) p=0.001

Polymicrobial infection patients with § -lactamase-non-producing organism 5/ 5 (100.0) 5/ 9 (55.6) N.S.
subtotal 60/67 ( 89.6) 37/68 (54.4) p=0.001
Total 77186 ( 89.5)  54/90 (60.0) p=0.001

v No. of patients with direct pathogen eliminated/No. of patients evaluated

» Chi-square test, N. S.: Not significant
CVA/AMPC: clavulanic acid/amoxicillin, AMPC: amoxicillin
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6. S. pneumoniae DFRHF

Table 6 i&, S. pneumoniae @ KRHEEIF D ¥ E A3 E
TdH o7z 91 FEFIZBITS S. pneumoniae DBEEFET
»5b, CVA/AMPC # 58 DOMRIZ PSSP &% 26 #1,
PISP + PRSP &% 18 #l, AMPC D5 HOHNRIE
PSSP &Y+ 30 #l, PISP+PRSP &} 17 HITH - 7=,
CVA/AMPC 5B DORH#*F I3 PSSP 88.5%, PISP+
PRST 88.9%C, S. pneumoniae &£ L TOBREFIZ
88.6%, AMPC &5 #H DKBRHBE XX PSSP 76.6%,
PISP+ PRSP 64.7% T S. pneumoniae £ L TORHEX
X 72.3% TH o720 S. pneumoniae & L TORERR
i ¢ RETIZ P=0.051 DFEMINZET CVA/AMPC
BB o Tz & HITRERERES TIXBEEEREES
TP-77 5 <—EYEEK, (K& indirect pathogen
LIRE) LOMABEHLEIIBITS S. pneumoniae & L

TOBRHEEIZ, CVA/AMPC #% 58 87.1%, AMPC #
5% 67.7% TH Y, BEEHEBREHF D Fisher’s exact
test Tl P=0.048 DFEFZE% b o T CVA/AMPC DR
BEMPBE-> T,

%3, PISP+PRSP OREFDH CVA/AMPC 0H4
BEPo72H, BEPIL LV DIIRERITPTETH
2720

7. H.influenzae DRHF

Table 7 i&, H. influenzae OBREEIR DN EH T
TH o7 76 EBITBIT S H. influenzae DBEHETH
%o BREFEBHNOBEBESL L OEBBEARMERNTA-5
73w —CHEERDOHMAGDREIIBITZRER IR
WAHBZRZDONZVH OO, BEEHREERTE-
793 —CEAKLEDHEALAEGDE (KEB5% A indirect
pathogen &{RE) DBREFIX, CVA/AMPC #5458

Table 6. Bacteriological effectiveness in eliminating Streptococcus pneumoniae (Evaluation 7 days after drug administration)

Bacteriological effectiveness”

Pattern of infection (% elimination) Total
PSSP PISP + PRSP
monomicrobial infection 5/ 6 ( 83.3) 2/ 2 (100.0) 7/ 8 ( 81.5)

polymicrobial infection

patients with f -lactamase-producing organism 16/18 ( 88.9) 11/13 ( 84.6) 27/31 ( 87.1)
CVA/AMPC  polymicrobial infection
patients with f -lactamase-non-producing organism 2/ 2 (100.0) 3/ 3 (100.0) 5/ 5 (100.0)
polymicrobial infection subtotal 18/20 ( 90.0) 14/16 ( 87.5) 32/36 ( 88.9)**
total 23/26 ( 88.5) 16/18 ( 88.9) 9/44 ( 88.6)*
monomicrobial infection 5/ 5 (100.0) 3/ 4 ( 75.0) 8/ 9 ( 889)
polymicrobial infection
patients with f -lactamase-producing organism 14/21 ( 66.6) 7/10 ( 70.0) 21/31 ( 67.7)
AMPC polymicrobial infection
patients with f -lactamase-non-producing organism 4/ 4 (100.0) 1/ 3 ( 33.3) 5/ 7 ( 71.4)
polymicrobial infection subtotal 18/25 ( 72.0) 8/13 ( 61.5) 26/38 ( 68.4)

total

23/30 ( 76.6) 11/17 ( 64.7) 34/47 ( 72.3)

' No. of patients with Streptococcus pneumoniae eliminated/No. of patients evaluated

*p=0.051 (Chi-square), **p =0.048 (Fisher’ exact test)

PSSP: penicillin-susceptible Streptococcus pneumoniae, PISP: penicillin-intermediate Streptococcus pneumoniae,

PRSP: penicillin-resistant Streptococcus pneumoniae
CVA/AMPC: clavulanic acid/amoxicillin, AMPC: amoxicillin

Table 7. Bacteriological effectiveness in eliminating Haemophilus influenzae (Evaluation 7 days after drug administration)

Bacteriological effectiveness”

T Statistical

Pattern of infection (% elimination) )
analysis?

CVA/AMPC AMPC

Monomicrobial infection 3/ 3 ( 100.0) 3/ 3 (100.0) N.S.
patients with f -lactamase-producing organism 29/31 (93.6) 20/33 ( 60.6) p=0.003

Polymicrobial infection patients with f -lactamase-non-producing organism 4/ 4 (100.0) 1/ 2 ( 50.0) N.S.
subtotal 33/35 ( 94.3) 2135 ( 60.0) p=0.001
Total 36/38 ( 94.7) 24/38 ( 63.2) p=0.002

v No. of patients with Haemophilus influenzae eliminated/No.of patients evaluated

2 Fisher’s exact test, N.S.: Not significant
CVA/AMPC: clavulanic acid/amoxicillin, AMPC: amoxicillin
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93.6%, AMPC 58 60.6% T Y, Fisher’s exact
test Tid P=0.003 DEEZ%H > T CVA/ AMPC @
BREEPB - TWize 3612, BB BERLIER O/,
BIUOEREFITD H. influenzae \ZX T 5BRERIT
CVA/AMPC BB EZ%Z b > THo T,

1. = ®

1969 #1C Maddocks 5139, 18 T K& KIESM
WERFD S. pneumoniae X H. influenzae D f-5 7 %
T-—YHEAKRBRHBERAN IR L L7 ampicillin
(ABPC) DERKRMAEMUEZRET LT, B-975<—%
% EHT 5 Enterobacteriaceae 7% & MWEHED & Rl BF (2
BB ENTEFDAMENECI LIZEFHL, COE
K% Enterobacteriaceae %2 ENELET D -5 7 ¥ < —
¥A ABPC DHLEEHZ WIS L LT LI2 X 5 H#
K% (indirect pathogenicity) T#» 5 & EH L 72,
L# L, Maddocks 540 HR & L7z B 3B H T A8 %
RETHY, SHITPF S/~ —YEARMEIZ
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Bacteriological study of indirect pathogenicity in pediatric patients with upper
respiratory tract bacterial infection

Koichi Deguchi?, Yoshikiyo Toyonaga?, Yumiko Suzuki’, Rika Ishihara’,
Yukiko Ishii’, Arisa Nakazawa" and Toshihide Ishihara?

USection of Studies, Tokyo Clinical Research Center, 14-4 Senjunaka-machi, Adachi-ku, Tokyo 102, Japan
?Department of Pediatrics, Yamanashi Red Cross Hospital

Organisms isolated from rhinopharyngeal fluid obtained from pediatric patients with upper res-
piratory tract bacterial infection were examined for f -lactamase production and susceptibility of
anti-microbial drugs to estimate the direct pathogen as well as the f-lactamase-producing indi-
rect pathogen, and to consider the preferable first choice antimicrobial drugs for the treatment of
these patients. The predominant organisms which were estimated as the direct pathogen were
Streptococcus pneumoniae and Haemophilus influenzae; 29.5% of the S. pneumoniae were peni-
cillin-intermediate S. pneumoniae and penicillin-resistant S. pneumoniae, and 13.8% of the H.
influenzae were [ -lactamase-producing strains. The main organisms which were estimated as the
indirect pathogen were Moraxella subgenus Branhamella catarrhalis and Staphylococcus aureus
which produced [ -lactamase. These organisms were often isolated concomitantly with S. pneumo-
niae or H. influenzae. The predominant patterns of isolated bacteria were S. pneumoniae plus M.
(B.) catarrhalis and H. influenzae plus M. (B.) catarrhalis, these two patterns accounted for 32.6%
of all patients. Thus it is suggested that the main indirect pathogenic factor in pediatric patients
with upper respiratory tract bacterial infection is f-lactamase which is produced by M. (B.)
catarrhalis. In the patients in whom an indirect pathogen is involved, the rate of elimination of
S. pneumoniae and H. influenzae was significantly higher in those treated with clavulanic
acid/amoxicillin than in those treated with amoxicillin.



