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VITEK 2 system £ & OF agar dilution i):(2 & 2 7 flEA 55 H A 0
PR &z

U NI 1) R R o I A A A E N TR R L T B
VR = Y — b AL

YRR RV R e /&

T AT

CEWE 12 4010 )1 26 112244 < P 10 4 11 )] 8 T2 A1)

% D0 A 2 B PR > 0 1 00 241 & VITEK 2 system & IV Cilllsiz L, A% 2342 401k 9> agar dilution i
(AD i) ¥ el L7z wli bkl Staphylococcus aureus (MSSA, MRSA) 111 ¥k, Enterococcus 108
k. Streptococcus pneumoniae (PSSP, PISP, PRSP) 113 #k, Pseudomonas aeruginosa 102 tk, uf 434
VRO BRI Sl M 2 1 72 (B4 4 12 NCCLS guideline & O @bzt LTl L7z AD L2 £ 5 MIC
il NCCLS @417 ) —i2 k1 S, I, RIZ/#HIL VITEK 2 system O 4t &l L 7: FD# 4, MRSA
Tk & 12 gentamicin (GM) 5 & (¥ ofloxacin (OFLX) {(Z4f L, ZALZ1LH) 407 15 £ U707 Hilit
Pk% 4: L, - Ji, vancomycin (VCM) 3 X O sulfamethoxazole—trimethoprim (ST) {213 H &AL Tl
ML & b ARz 45 WA S 4L7z, PISP, PRSP @ AD i T ceftriaxone (CTRX) . cefotaxime 'CTX) (2
* L Tld# 20% 5, imipenem (IPM) Tl 66% H1 Td - 7:. VITEK 2 system Tt CTRX O ZHEAS
FUXAD L £ <L TS, CTX O PEA5 Y12 VITEK 2 system Tld 64% 7% 1. IPM Tl3 =7
S T AD FEICHATHIEITYE, #%E83EME& % 2 mAYE S 1 7z Enterococcus (245> T Enterococcus
faecium \Z penicillin G(PCG) Mt #4A3% { fF1E L 7. AD i T VCM itk % 7" L 72 Enterococcus faecalis,
E. faecium (3 VITEK 2 system T [i] Uk R %73 L 72, Ceftazidime (CAZ) WtE®D P. aeruginosa Ti

piperacillin (PIPC), cefpirome 7 & @ f—lactam 3 (20 P4 % 1S5 ¥ A% < {f {£ L 72 7% ciprofloxacin,

levofloxacin ® ¥ / 0 » R (2
TR T0% FEIE &
EHIZE—HL T

Iaflir X <—&L, I"JXL BT

R B R 77 B o D B0 S IS VR S VU T 2 disk dliffu-
sion test XTI 1 EhHE S & HI V72 kAR R 2 AT
% .. National Committee for Clinical Laboratory Standards

(NCCLS) @ guideline" (13 disk diffusion test 35 & Uf agar
dilution %% M\ 7o BUR SR ML E L A5 T S 4, B R
AR 2 i AR ISl T X EEAMEEEL, F0
breakpoint A /EH 5N TV 4, Z415 D breakpoint D # 7
T =22V T HBEEFICL L STy b,

=4, BAENIBT L HEOWEME RS TEB I
% disk diffusion test (& NCCLS O JE#aA L < FII S hTh
D, MIC #)5E 13 — & F B % 2% X° microplate % JH \» 72 i i 3
AL L > TR XN TS

SlhbbiuIbAEICBEWTL %
Tl iR 4 A %6 % VITEK system D%k # T D VITEK 2
system Z VIR T B2 M X 02 SRR SR PE 1 % &
Lo A 75 e 4 2 U’@‘ng H ZiE L. HA(L PR e
#i):0 agar dilution 12 & 2 i & AT L 70 THUY

CHMEhTY2 21

WS L DHDEETH - 720
%<, */U/#JJCMJIdﬁﬁﬂ?f%otryﬂbUMHWiADdlVWEK2wﬁmn
o DLED#ERD S VITEK 2 system (2 & %
CATTH D L Bbnr,

Key words: VITEK 2 system, &RV MRGiL, HURHERASE,

WiiZ IPM i #% Tid PIPC, CAZ (Z&tf %R

B2 VEIAUI A7 2RO AD 412

HAIMTER, FIBhres
T5.
L ## & H &
1. ABRE R
1999 (2 2 DR F R B\ TRl IR S IE B D

NIEEEREIY TSN UTORELY AV
Methicillin resistant Staphylococcus aureus (MRSA)
53 #%, methicillin susceptible S. aureus (MSSA) @
9 5 f-lactamase FEA: 24 ¥, JEE4 34 #%, penicillin
susceptible Streptococcus pneumoniae 58 ¥k, penicillin
intermediate S. pneumoniae 39 %, penicillin resis-
tant S. pneumoniae 16 Pk, vancomycin itk x &
Enterococcus faecalis 45 ¥k, Enterococcus faecium 53
#%, Enterococcus gallinarum 3 ¥, Enterococcus casseli-
flavus 7 ¥k, HELEZI125%%E L 72 Pseudomonas aerugi-
nosa 52 #, CAZ 1 P. aeruginosa 25 +%, IPM fif ¥
P. aeruginosa 25 ¥k, &at 434 k% v 7=,
INOSORBEMITERIIMET LI CAXLINLZLC

TUCRCHEBUG 1KLL 3-30-1
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T-80C IIfR{FL, BRI bR Lz bo%
w7z,

2. fERHIBES S L &M 1

ABRA 32 BB S £ 2 688 1&-Z 11 12 VITEK
2 system (bioMérieux Vitek, Inc. Hazelwood, MO,
US.A) Z v, REME/ SR & LT Staphylococeus -
% L T AST-P519. S. pneumoniae |2 {3 AST-P 518,
Enterococcus |23 L Tix AST-P 516 3 X ' P. acrugi-
nosa {2 & L TIZ AST-NO11 % JiJ v~ 720 &) %046 M) 12
NCCLS guideline M 100-S 9' &) UL i v, Table
1OMEETH7,

3. fEHPIAHE

FERPA A BGELZ X 2 MIC ou M 48 = L T peni-
cillin G (PCG; SIGMA). oxacillin (MPIPC; SIGMA),
erythromycin (EM; SIGMA) . gentamicin (GM;
SIGMA), ofloxacin (OFLX; SIGMA),
(VCM; SIGMA), sulfamethoxazole—trimethoprim (ST
& #l; SIGMA). ceftriaxone (CTRX:; SIGMA), cefo-
taxime (CTX; SIGMA), imipenem (IPM; /i {jf:4),
(PIPC; SIGMA). ceftazidime (CAZ;
SIGMA). cefepime (CFPM; H]ifi ¥ %£), meropenem
(MEPM; {FR %), levofloxacin (LVFX; #5- -M#g)
ciprofloxacin (CPFX; SIGMA) O FXTHliDO B 5 A
7 16 A Z M7,

4. MIC #lllsE & 5 Kt

MIC DRI7E 1& H ARAL #1720 B K AR A
Ri%* (agar dilution i) (CX DEL. T74bb
Mueller Hinton broth (MHB. Difco) T -f&&i# L 7:
W % [6] broth T3 fE i 4 10°CFU/mL (2B L, %
HH I % & T Mueller Hinton medium (MHM, Difco)
23ru7 7y — (EARBER) THML, 35C

T 18 WIS #E 1%, WHRMIZEFT OO N o ok

vancomycin

piperacillin

VITEI\ZH\\((IHJJJZU‘J\}\| M(THFMJL ‘L%H}Llfl 3 ’&\‘ || o 1]

S. aurcus Vx4 4 MPIPC ¢)
MIC il 56 Wy > Ja MHM 12 2% NaCl & i i L,
prcuamoniae W& MHM (2 5%, My A0 it % A ”ll ift
GRS E LTI 2z 22750, apar dilution i 0)'1?"
A Gl DL 128 pg/mlL 0.06 gg/mL @) 245 A f)
wCille L2z
f‘H'LMI W2k 2 i it S O 2, T Oy,
(W 1) @ 93 WU £ 5 A Ze MIC LS & ) NCCLS
;;‘ui(lvlin(' M 100-S 9" O W It fr-o 72
II. #% e
S. aurcus O VITEK 2 system 15 & UF agar dilution
DA X D BRI A2 O & Table 2 1243 L /2
MSSA I PCG X} LTH5.2% AR ks L, Mjik& b
W LAiTd -7, FOMod:Ai2i3i3 & A LD MSSA
&2 PE % 9 U EM & B X i )5 13X 0l UIKATTdH -
72 EM{ZX L TIZVITEK?2 system TS B LUR%
ARLU D -HBiS agar dilution i T 1 & % - 72o MRSA
it EM (28 L T VITEK 2 system TlI & A X DA R
\Z& U agar dilution LT 1 & % o 72kkIE 11 #£ (20.8%)
{fiff L. VITEK 2 system & OflEA S S22, GM B
LU OFLX (2 L CTId#) 40% 5 £ O#) 70% 7R % o1-
Lk e bkt TH o7z VCM B L ST (1
MRSA (33 XTS % L7
Table 3 {21& S. aureus {2311 % agar dilution % (2
%3 % VITEK 2 system DIE-Z AR % L 72, MSSA
? PCG VI3t § 2 1% M4 #12 very major error (VME)
B £ ¥ major error (ME) 23ZFNZEN 1 B3O8 5
720 MRSAIZIEICN S VMEB LU ME 2% - 7:¢
7 {, MSSA B £ ) MRSA ® EM &%
(MIE) A8 il L OF 11 Bl S a7z,
S. pneumoniae DA% Table4 (275 L 7z, Penicil-
(PSSP) 58 fkiZH W\ T

NREIE 2 MIC L2,

Z1ELZ minor error

lin susceptible S. pneumoniae

Table 1.  Antimicrobial drugs using for MIC
Tested organisms
Antibiotic
S. aureus Enterococcus  S. pneumontae  P. aeruginosa
Penicillin G O O O
Oxacillin @)
Ceftriaxone O
Cefotaxime O
Erythromycin O O O
Gentamicin O O
Ofloxacin O O
Vancomycin O O O
Sulfamethoxazole— O O O
trimethoprim
Piperacillin O
Ceftazidime O
Cefepime
Imipenem O O
Meropenem O
Levofloxacin O
Ciprofloxacin O
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Table 2. Susceptibilities determined with the VITEK 2 system and i dilution reference by interpretive category for Staphyloco

IR YN

JAN., 20071

CUB QUTCUS

MSSA (5B8) MRSA 53
Antibiotic agar dilution % VITEK 2 %o apar dilution Y VITEK 2 _!/"
— M e - - B ‘
Penicillin G S 26 A48 26 44.8 0 0 0 )
R 32 Hh. 2 H nh. 2 Hi3 100 n3 100
Oxacillin S oK 100 s 100 0 0 0 0
R 0 0 0 0] ] 100 n3 100
-
Erythromycin S 48 N2.8 53 0.4 4 7.5 4 7.5
l 8 13.8 0 0 11 20.8 0 0
R 2 3.4 5 K. 6 3K 71.7 49 92.5
Gentamicin S 55 94.8 55 91.8 32 60.4 3z 60.4
! 0 0 0 0 0 0 1 1.9
R 3 5.2 3 n.2 21 39. 6 20 37.7
Ofloxacin S h8 100 58 100 13 24.5 13 24.5
1 0 0 0 0 3 5.7 0 0
R 0 0 0 0 37 69.8 40 75.5
Vancomycin S 58 100 58 100 53 100 ) 100
1 0 0 0 0 0 0 0 0
R 0 0 0 0 0 0 0 0
Sulfamethoxazole— S 58 100 58 100 53 100 53 100
trimethoprim R 0 0 0 0 0 0 0 0
Table 3. Interpretive discrepancies by the VITEK 2 system and agar dilution reference for Staphylococcus aureus isolates
MSSA (58) MRSA 53
Antibiotic discrepancies discrepancies
very major major minor very major major minor
Penicillin G 1 1 N.A. 0 0 N.A.
Oxacillin 0 0 N.A. 0 0 N.A.
Erythromycin 0 0 8 0 0 11
Gentamicin 0 0 0 0 0 1
Ofloxacin 0 0 0 0 0 3
Vancomycin 0 0 0 0 0 0
Sulfamethoxazole—
. . 0 0 N.A 0 0 N.A.
trimethoprim

N. A.: not applicable

EM {24 L R %7K L 7-#kid agar dilution T 58.6%,
VITEK 2 system T 56.9% Tdh > 7z DD HEAFZ
LT RMIZIZE A L% C VITEK 2 system 12 & %
PCG, OFLX Z17%°24.1%. 22.4% {f{E L7z, F7:ST
12xf L Tid agar dilution i%: T 15.5%, VITEK 2 system
T 19.0% %1 Tdh - 72, Penicillin
pneumoniae (PISP), penicillin resistant S. pneumo-
niae (PRSP) 55tk T3 CTRX O S (& ij % T 78.2%,
D131 T218% TH » 72, CTX 2 % L T it agar
dilution {12 £ % S 13 76.4% |2%F L, VITEK 2 system
1334.5% THLET DA RE Lotz 72, IPM 23 L
agar dilution {£® S 13 34.5% (2%} L VITEK 2 system
T2 100% 7°S T, Rk CTX L1 o[ TdH -
2o EMAZIZWREETIEEALOMMAR EA Y, ST
WXL TR 75% 51, 73% Z R THh- 7.

intermediate S.

M B B Z AR TIE S, pneumoniae THEV:
FTROERIGLTLVMEB L UOMEIZFo7-(KR
LN Ao 72HMIE 12 PISP, PRSP 24 fffE L7
(Table 5), KM % < MIE A3 5 1172 ® (3 PSSP
PCG. OFLX 2% 9 % 14 #3 X U° 11 ¥k, PISP, PRSP
D CTRX, CTX B XL 'IPM ® 12 ¥, 26 % B X 1736
HTdh- 72s

Enterococcus \Z ¥ % M #{ % Table 6 {27k L 72, E.
faecalis (2B Tk s b PCGIZ R DRI FEL B d
72, EMIZH L TIES A% 30%., 154 40%, R»
#130% L MEIZIZFEKETH 5720 VEM 24 L TAH
1£22% (1#) 23R THlliE—3 L 7=,

E. faecium \2B W TIXHI B D E. faecalis ¥ 13 B %
) PCG it Et: 1L 64.2% £ % SAFEL 72 EMIZS LT
3L AL OA T 721X R Tagar dilution (£121 &
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Table 4.  Susceptibilities determined with the VITEK 2 svstem and agar dilution refevence by interpretive eategory for Streptococeus prneamoniae
PSSP (58) ISP, PRSP (AN
Antibiotic
agar dilution % VITEK 2 % agar dilution 2 VITEK 2 B %~,,,,,
Penicillin G S 58 100 4 75,9 0 0 0 0
1 0 0 14 20,1 HiY 70.9 39 70.4
R 0 0 0 0 16 29, 16 29.1
Ceftriaxone S a6 96. 6 57 8.3 43 8.2 43 TH.2
1 2 3.4 1 1.7 12 21.8 12 21.8
R 0 0 0 0 0 0 0 0
Cefotaxime S 57 8.3 56 6. 6 42 76.1 19 34.5
1 1 1.7 2 3.4 2 21.8 30 63.6
R 0 0 0 0 1 1.8 1 1.8
Erythromycin S 24 41.4 24 41.4 4 7.3 4 7.3
I 0 0 1 1.7 1 1.8 0 [}
R 34 H¥. 6 33 56.9 50 90.9 51 92.7
Ofloxacin S H6 96.6 45 77.6 i8] 96. 4 54 98.2
1 2 3.4 13 22.4 2 3.6 1’ 1.8
R 0 0 0 0 0 0 0
Vancomycin S 58 100 58 100 55 100 55 100
R 0 0 0 0 0 0 0 0
Sulfamethoxazole- S 49 84.5 47 81.0 10 18.2 8 14.5
trimethoprim I 9 15.5 11 19.0 41 74.5 43 78.2
R 0 0 0 0 4 7.3 4 7.3
Imipenem S 58 100 58 100 19 34.5 55 100
1 0 0 0 0 36 65.5 0 0
R 0 0 0 0 0 0 0 0
Table 5. Interpretive discrepancies by the VITEK 2 system and agar dilution reference for Streptococcus pneumoniae isolates
PSSP (58} PISP, PRSP 155!
Antibiotic discrepancies discrepancies
very major major minor very major major minor
Penicillin G 0 0 14 0 0 2
Ceftriaxone 0 0 1 0 0 12
Cefotaxime 0 0 1 0 0 26
Erythromycin 0 0 1 0 0 1
Ofloxacin 0 0 11 0 0 1
Vancomycin 0 0 N.A. 0 0 N.A
Slvxlfameth(?xazolo— 0 0 9 0 0 4
trimethoprim
Imipenem 0 0 0 0 0 36
N.A.: not applicable
Table 6. Susceptibilities determined with the VITEK 2 system and agar dilution reference by interpretive category for Enterococcus
E. faecalis (45) E. faecium (53) E. gallinarum . E. casseliflavus (10)
Antibiotic
agardilution % VITEK2 % agardilution % VITEK2 % agardilution % VITEK2 %
Penicillin G S 45 100 45 100 19 35.8 19 35.8 10 100 10 100
R 0 0 0 0 34 64.2 34 64.2 0 0 0 0
Erythromycin S 13 28.9 14 31.1 3 5.7 5 9.4 5 50.0 5 50.0
I 18 40.0 16 35.6 27 50.9 9 17.0 3 30.0 3 30.0
R 14 31.1 15 33.3 23 43.4 39 73.6 2 20.0 2 20.0
Vancomycin S 44 97.8 44 97.8 45 84.9 45 84.9 0 0 0 0
I 0 0 0 0 0 0 0 0 10 100 8 80.0
R 1 2.2 1 2.2 8 15.1 8 15.1 0 0 2 20.0
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VCM [ PE#kIE 15% (8 Kk (i L

Lz

A Ve /WA
Mjjli & H12E i

E. gallinarum, E. casscliflavus 10 25 W TE

faecalis M BELZ PCG VMR F - 72 < {f {4, EM
STEAE R EF TR ECCH > 7o VEM LI L
TIZHERL 7210 3 XTI F 7214 R T agar dilution
TR ERDLHIE D o722 VITEK 2 system T 20
% (28 {ifrL7s

2 W 72 Enterococcus W BTl g il £ A
VME BX U ME 3 F 572 O BT E. faccium O
EM T MIE 7% < 18 fkiZ bl &7z (Table 7)

P. aeruginosa ¢ agar dilution i 55 & U* VITEK 2
system (2 & & & BRECIH 2 VKA % Table 8 (25 L
oo ETMEERICHRL LS P oaeruginosa 52 i B W
TWFROEAF LTk E L & 5% 21000
Hohs, ARE, ST ZERS FXTOHAMIZH L 84.6
DAL S #R LA STIZHLTIRIEEALEDRTH
> 72, CAZ i " @ P. aeruginosa \Z 3 \» T VITEK 2
system T 18k CAZIZT & A4~ 7 PIPCIZA L T
i H#80% AR, CFPM I LTHIBLUFRE
RTHMNIITEAETH 72 MEPM B & O IPM (25
LCTEmde LIS BLUORAVMBEENFAEL . GM
2L Tid# 60%, LVFX, CPFX 1213#)90% 75 S %
ALMEE LA TH - 72 IPM W% P. aerug-
inosa |2 $ \» T VITEK 2 system T 1 ¥ 1Z IPM {21 &
% o7, PIPC, CAZ 23 L TIZ S & % 229 70%
ESLIFEL, MiEE LITT—HL T/ sfilzmjgk &
L MEPM 2 12 #160% »*R% 7~ L 72c GM b & T
CPFX (21 S BL 'R /-T2 IS/ /E L, LVFX
WA R EL DDA T E D072, STICIXITZ LA LDk
DETH - 72,

Table 9 122 M5 P. aeruginosa O agar dilution i
B £ U VITEK 2 system M O I&-Z =R 2 0 L7z #
EABIEE L7 P aeruginosa {23\ TIL IPM, ST (2
%1612 VME 2%, IPMICME 21615 S iv7:, CAZ
fFEDFH 2B v TIZ ST 12 1) VME 4%, PIPC @ 1
ffliZ ME %:8& 57z IPM fPEHIZ 5T H MEPM
D11 VME, CFPM @ 1 i ME 2326 & 17z,
Z Ot MIE {3 % 3 A (2 Bk W = 472 A% CAZ it % P.
aeruginosa @ CFPM |2 9 ¥k & % < 32 H 7= LAt (i

JAN

aM . 2001

STCEWENIW SN h 1
1. * =

VITEK system (&Aoo Bk i/ b fr 48 12 8500 T
RN S AT D A LA i o1 e VL B i 00 1D
Ty Do AHAIE T = FRIOMSEN S 100 £ 13
WIS 75 A0 LT PR A VTR C Wy T 2T T o7
DAUTIEE 2 Ffuy, T2 b a— L 2Ot = e
HiU A e RIND AT & LT output AL & 408 T
AV LEE 2 Cdh 2o VITEK system 13 FZOAGHIRIZ T
R <AL B e LT iRz 0w TR S <o
Jigsl BT mEnTnd®

Zolil il % 41 -5 72 VITEK 2 system (€K A 5 v
5 AUT X 72 VITEK OCL VLM T, LA b & S piid
OGS R D L3070 64 LML 22 L, 7
— 74Pty 7 1 (Advanced Expert System: AES) O
WAL L O AL O RIAREZ 5722 ETH
5o

Aol ACHE A I TR 2 AU T D s T e 1
% GO BRI MR O T 2 e L, A r BT
& % agar dilution {£12 £ 2 HT& ket L 7:

F9, ABTHONZRZHERSUIB L TMSSA L
12 PCG % B & Flv 7Bl L iR 12 4 72 <, MRSA
BV THGM I L, #60% 3BT TH o7z —

IMRSADEZ L IEGMIZbtELE x5 LvbhT
WhA, FROKETIIEZHRO LIS R LT
COEMRIZOVTHEITENRD Z 3T E VAL BEA
bﬁm LTV DEBNEEIZTSE ST 5 MRSA

IGMIE SRS EL o TV LR R Mk din %
/J\qu

PSSP (Zlb#ikaaf L 72 # O T EM IZ@TEx =T
%L, FrREMEAREO L S oA T A kR
TL7e COZEREMIZHT 2RO MR L
LZbokEz o b, PISP, PRSPIZEM 2L, &
DR 7 P UEMEBIZIE LA HEL A Do 7
PISP, PRSP ® EM # & &M LI FE S b fEH L T
WHEBYNREBICBI 2D E R L EOHEEYRY
M HEERL L BETH A9,

Enterococcus \ZBWTHBMMN o722 Lidbhvbi
AUE AT L2 L AR E. faecium (2 PC ittt
A% C E. faecalis & @ Enterococcus (21X it Mt

Table 7. Interpretive discrepancies by the VITEK 2 system and agar dilution reference for Enterococcus isolates
E. faecalis (45) E. fa(uum (53) E. gallinarum ,E. casseliflavus (10)
Antibiotic discrepancies discrepancies discrepancies
very major major minor very major major minor very major major minor
Penicillin G 0 0 N.A. 0 0 N.A. 0 0 N.A.
Erythromycin 0 0 2 0 0 18 0 0 0
Vancomycin 0 0 0 0 0 0 0 0 2

N. A.: not applicable
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Table 8.  Susceptibilities determined with the VITEK 2 system and agar dilution reference by interpretive eategory for Pseudononas acruginosa
P. acruginosa 1-;'1‘.31 CAZ-R P oacruginosa (25) IPM-R I’ aeruginosa (25)
Antibiotic o p
agardilution %  VITEK2 %  audilution % VITEK 2 Y% apar dilution % VITEK 2 %
Piperacillin S 51 98.1 51 98.1 5 20,0 | 16.0 18 72.0 18 72.0
R 1 1.9 1 1.9 20 80,0 21 K1.0 7 28.0 7 28.0
Ceftazidime N 51 98.1 48 2.3 0 0 0 0 17 68.0 18 72.0
1 0 0 3 5.8 0 0 1 4.0 4 16.0 4 16.0
R 1 1.9 1 1.9 25 100 24 96. 0 4 16.0 3 12.0
Cefepime S 48 92.3 51 98.1 0 0 1 4.0 14 56.0 12 48.0
I 3 5.8 0 0 7 28.0 2 8.0 1 4.0 2 8.0
R 1.9 1 1.9 18 72.0 22 88.0 10 40.0 11 44.0
Meropenem S 50 96. 2 50 96. 2 12 48.0 11 44.0 3 12.0 5 20.0
1 1 1.9 1 1.9 3 12.0 5 20.0 6 24.0 5 20.0
R 1 .Y 1 1.9 10 40.0 9 36.0 16 64.0 15 60.0
Imipenem S 46 88.5 50 96. 2 9 36.0 11 44.0 0 0 0 0
1 4 7.7 0 0 4 16.0 5 20.0 0 0 1 4.0
R 2 3.8 2 3.8 12 48.0 9 36.0 25 100 24 96.0
Gentamicin S 44 84.6 45 86.5 14 56.0 16 64.0 9 36.0 8 32.0
I 4 7.7 4 7.7 4 16.0 4 16.0 6 24.0 7 28.0
R 4 7.7 3 5.8 7 28.0 5 20.0 10 40.0 10 40.0
Levofloxacin S 48 92.3 49 94.2 19 76.0 23 92.0 10 40.0 10 40.0
I 1.9 0 0 4 16.0 0 0 0 0 1 4.0
R 3 5.8 3 5.8 2 8.0 2 0 15 60.0 14 56.0
Ciprofloxacin S 49 94.2 49 94.2 23 92.0 22 88.0 10 40.0 11 44.0
1 0 0 0 0 4.0 2 8.0 2 8.0
R 3 5.8 3 5.8 2 0 2 0 13 52.0 12 48.0
Sulfamethoxazole- S 1 1.9 2 3.8 1 4.0 2 8.0 1 4.0 1 4.0
trimethoprim R 51 98.1 50 96.2 24 96.0 23 92.0 24 96.0 24 96.0
CAZ: ceftazidime, IPM: imipenem
Table 9. Interpretive discrepancies by the VITEK 2 system and agar dilution reference for Pseudomonas aeruginosa isolates
P. aeruginosa (52) CAZ-R P. aeruginosa (25! IPM-R P. aeruginosa ‘25
Antibiotic discrepancies discrepancies discrepancies
very major major minor very major major minor very major major minor
Piperacillin 0 0 N.A. 0 1 N.A. 0 0 N.A.
Ceftazidime 0 0 3 0 0 1 0 0 2
Cefepime 0 0 3 0 0 9 0 1 1
Meropenem 0 0 2 0 0 2 1 0 1
Imipenem 1 1 4 0 0 5 0 0 1
Gentamicin 0 0 4 0 0 4 0 0 1
Levofloxacin 0 0 1 0 0 4 0 0 1
Ciprofloxacin 0 0 0 0 0 1 0 0 2
Sulfamethoxazole— 1 0 N.A. 1 0 N.A. 0 0 N.A.

trimethoprim

N.A.: not applicable
CAZ: ceftazidime, IPM: imipenem
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/AR RN o/ AEOW A

Sl EEE B L2 IR L 72 P aeruginosa O W&l T
ST (Al % b & WAl L 22 B i tuic i LT <0
BRI 2 R L 720 4%(2 fluoroquinolone ij-4: il & & O
B -lactam S:l2 % L Tid# 90% Lh | A3& 1 Tdb -, 7co
A G PIPC 13 52 ¥ 51 Bk &M % 48 L LIS
PEAPSWB L L HELEWITH 7, SHT LI
NCCLS#'E® Ainterpretive standard"»'S: 2128
pug/mL &V ERLINL TV LDTHAS ).

K2 agar dilution ik & D LLITIE AHLNIC & < —3K
T HWAHDPE S Az FE I ELS A L7 SRl Ak
DHEI I Y TH > 72 MRSA 8 LU VRE 2
2Tl VITEK 2 system (2 & ) §XTIEL o &
N7 5O K IE Knapp %X Garcia—Garrote
SO E S THH SRR L B, AL O RO K
HMIZRT 5L IO LDTH 7,

— )i S. pneumoniae \Z -2 \» T it PISP. PRSP (&t
LTARBICES>TELL KBS NAb DD PSSP OHF)
24% 3 PISP L e o 72o COERKN L L TIXRIBERA K
T A ERLZERAROEL SPRBLTEb0L
Bhbih b, EB PSSP it PISP. PRSP (ZHE~NKIE % %
HTAHMPZEVEVWDRTWAY,

s}, agar dilution iEiZ & - TH#E L 7 IPM WiftE 3
X U'CAZIif ™ P. aeruginosa ® & h & N1k (2
VITEK 2 system Tl & %2 aHARDLN, ThbHD
¥RIZX 3 5 VITEK 2 system TR 7: IPM 1 X U CAZ
OMIC IFZFNZFN8ug/mL B & F16ug/mL & agar
dilution EIZ X > TH LN MIC 12X 15 (2 %) B
Mol lzOIZNCCLS D H 7 I) —TERMV AL
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Our study was to evaluate a VITEK 2 system to determine antimicrobial susceptibility in clinical
isolates. The 434 strains tested consisted of 111 Staphylococcus aureus (MRSA, MSSA), 108 Enterococcus,
113 Streptococcus pneumoniac (PSSP, PISP, PRSP), and 102 Pseudomonas aeruginosa. Antimicrobial
—susceptibility tests were evaluated by comparing the VITEK 2 system to S, I, and R categories determined
by agar dilution following the standard method of the Japan Society of Chemotherapy. Similar results were
obtained for MRSA by both methods wherein approximately 40% of tested strains were resistant to
gentamicin (GM) and 70% to ofloxacin (OFLX), while all were susceptible to vancomycin (VCM) and
sulfamethoxazole—trimethoprim (ST). With PISP, PRSP agar dilution, approximately 20% of ceftriaxone
(CTRX) and cefotaxime (CTX) and 66% of imipenem (IPM) were determined to be “I”, The susceptibility
result for CTRX obtained by the VITEK 2 system agreed well with that obtained by agar dilution. The
VITEK 2 system determined 64% as “I” for CTX and all strains as “S” for IPM, showing a tendency for CTX
to be resistant and IPM to be susceptible compared to agar dilution. For Enterococcus, many penicillin G
(PCG)-resistant strains were seen in Enterococcus faecium. Enterococcus faecalis and Enterococcus

faecium determined as VCM-resistant by agar dilution showed the same results as for the VITEK 2
system. For ceftazidime (CAZ)-resistant P. aeruginosa, many strains were resistant tof -lactams,
including piperacillin (PIPC) and cefpirome, but were susceptible to quinolones such as ciprofloxacin and
levofloxacin. Approximately 70% of IPM-resistant strains were susceptible to PIPC and CAZ, and about
half were resistant to quinolones. Results obtained by agar dilution and the VITEK 2 system thus agreed
closely. In conclusion, these results demonstrate that VITEK 2 system performance is equivalent to agar
dilution MIC reference and useful in routine clinical microbiology laboratory procedures.



